
fg^SppS^;^ The Biotec^ anf^e^M 

Center (STIG) dtitettfed'efi^ ~ J^Jii^i 

form: 



Application Serial Number: C)9 lZlt3>y^^ 
Source: 

Date Processed by STIC: 



THE ATTACHED PRmXOUT EXPIAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A ' 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PAtENTIN 11 e-mail help: Datin21helD@usDto.gov or phone 703-306-4119 (R Wax) 
PATENTIN 3.0 e-mail help: Datin30helD@usDto.gov or phone 703-306-4119 (R Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEkSE USE THE CHECKER 
VERSION 3.0 PROGRAM: ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interfece to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§ 1 .821 - 1 .825 effective October 1, 1990 (old 
i^les>Md the fevis^ effective July 1, 1998 as well as World Intellectual 

Property Organization (WIPO) Standard ST.25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark OflGce (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
Ustings, thus saving time and money. 

Checker Version 3.0 can be down loaded from the USPTO website at the following address: 

http://www.uspto.gov/web/offices/pac/checker 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/2 8 3,569 



DATE: 12/20/2000 
TIME: .10:43:49 



Input Set : 
Output set: 



A:\Listing.tKt 

N:\CRF3\12202 000\I2 8 3 569 .raw 



3 <I10> APPLICANT: Turn bull, et ul . 

4 <120> TITLE OF INVENTION: CIRCULAR TEMPLATES AND METHODS 

5 <130> FILE REFERENCE: ARK007- 215/98215 

6 <140> CURRENT APPLICATION NUMBER: 09/283,569 

7 <l4;i> CURRENT FILING DATE: 1999-03-31 

^8 <150> PRIOR APPLICATION NUMBER: 60/080,198 

9 <151> PRIOR FILING DATE: 1998-03-31 

10 <160> NUMBER OF SEQ ID: 4 8 

11 <170> SOFTWARE: WordPerfect B (saved in ASCII format) 



Does Not Comply 
Corrected Diskette Needed 



ERRORED SEQUENCES 



708 <210> SEQ ID N(i 

709 <211> LENGTH 

710 <212> TYPE: DN 

711 <213> ORGANISM: Artificial 
FEATURE : 

OTHER INFORMATION: completely synthesized 
W--> 714 <4 00> SEQUENCE: 4 2 
E--> 716 aaaaaagagg aa 



My> 712 <220> 
{Jl\ 713 <223> 
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7 







3 


<1 1 {)> 


w*- 


- > 


J] 


< 1 2 0 > 






c 
J 


^ L 3 0 > 


w- 


- > 


6 


<140> 






•7 


<141> 






s 


<150> 






9 


<151> 


w- 


- > 


10 


<160> 






11 


<170> 


w- 


- > 


12 


<2i0> 






13 


<211> 






14 


<212> 






15 


<213> 


w- 


- > 


16 


<220> 


w- 


- > 


17 


<221> 






18 


<222> 






19 


<223> 






20 


<223> 




- > 


21 


<400> 



RAW SEQUENCE LISTING DATE: 3 2/29/2000 

PATENT APPLICATION: US/09/283,569 TIME: 13:00:27 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\12292000\l283569.raw 



1999-03-31 



: 1998-03-31 
48 



tormat ) 




ER INFORMATIOM: n represents 5 -metliylcy ti.dl ne 
UENCE: 1 >/\ A 

> 2 3 t^cctcttttt_tt^tj:_c^ 4 4 

2 5 <2'l 0> \S EO ■'id" NO : ' 2" ^ U ^ \J'^ ' 

26 <21}> X.ENGTH: 11 

27 <212> TYPK: DNA 

28 <213> ORGANISM: Artificial Sequence 

2 9 <220> FEATURE: ' 

30 <22 3> OTHER J H FORMATION: completely synthesized 

31 <4 00> SEQUENCE: 2 

33 anaaagagga a 11 

35 <210> SEQ ID NO: 3 

36 <211> LENGTH: 17 

3 7 <212> TYPE: T^iNA 

38 <213> ORGANISM: Artificial Sequence 

39 <220> FEATURE: 

4 0 <223> OTHER INFORMATION: completely synthesized 
^ 41 <400> SEQUENCE: 3 

4 3 gaagaaaaaaa gaggaa 17 
4 6 <210> SEQ ID NO: 4 
4 7 <211> LENGTH: i7 
4 8 <2.i2> TYPE: DNA 

4 9 <213> ORGANISM: Arti.ficial Sequence 

50 <22 0> FEATURE: 

51 <223> OTHER INFORMATION: completely synthesized 
^52 <400> SEQUENCE: 4 

54 tticctctttt tttcttc 17 

5 6 <210> SEQ ID NO: 5 
5 7 <211> LENGTH: 4 4 
58 <212> TYPE: DNA 
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RAW SEQUENCE LISTING 

PATENT APPLICATIOM: US/09/2 83,569 



DATK: .12/29/2000 
TIME: 13:00:27 



Input: Set : 
Output Set: 



A:\Pto.amc 

N:\CRF3\I2 2920a0\I2 8 3569 .raw 





59 <213> ORGANISM: Artificial Sequence 

60 <220> FEATURE: 

61 <221> NAME/KEY: modified bas^ / ( 

62 <222> LOCATIOM: positions 22, 25, 33, 35, and 

63 <223> OTHER XNKOKJIATION : completely synthesized 

64 <223> OTHER i N KG KM AT ION : n represents 5 -methylcy tidine 
6 5 <400> SEQUENCE: 5 / ^ 

6 7 t cctcccccc ctcttccaca cnttntcccc ccntnnttca cact 

69 <'210>' SEQ '1.d"*N0: ^'b' '"'■*;** ' 

70 <211> LENGTH: ^^ 

71 <212> TyPE: DNA 

7 2 <213> ORGANISM: Artificial Sequence 
7 3 <220> FEATURE: 

74 <22i> NAME/KEY: modified base 



44 



7 5 <222> LOCATION: positions 22. 25, 27, 



28, 29, 30, iX, 

76 <22 3> OTHER INFORMATION: comfiletely synthesized 

77 <223> OTHER INFORf^ATION : n represents 5 -methylcytidine 



32, 



33, 35, and 36 



7 8 <4 00> SEQUENCE: 6 



^ ^/:. 



w--> 



w--> 
w--> 



w--> 

W-- > 



so t cctccc ccc c^tctt ccaca cnttntnnnn nnntnnttca cact 4 

92 <210> "SEQ 'id" NO: "7 " 

93 <211> LENGTH: 44 

94 <212> TYPE: DNA 

95 <2;l3> ORGANISM: Artificial Sequence 

96 <220> FEATURE: 

97 <221> NAME/KEY: modified base / 

98 <222> LOCATION: posi Lions _7, 8, 9, 10, 11, 12 and 28 
■9 9 <22 3> OTHER INFORMATION 
100 <220> FEATURE: 



29 . 



30, 31, 32, 33 



and y both represent the "base th 



101 <221> NAME/KEY: modified base 

102 <222> LOCATION: positions 2 3^ 



r 

26, 



34 , 



W--> 
W--> 



36, 37^ 

103 <223> OTHER INFORMATION: n represents the modified base, 

104 <220> FEATURE: 

105 <223> OTHER INFORMATION: completely syntliesized 

106 <400> S^Ql^ENCE: 7 j J ✓ f / 

108 ttcctcyyy;^ yytcttccaq aci^ttijtyyy yyyntnnttc acac 44 

110 < 2 1 0> SECT T D" HOT^S " ' ' " ' 

111 <211> LENGTH: 4 4 

112 <212> TYPE: DNA 

.113 <213> ORGANISM: Artificial Sequence 

114 <220> FEATURE: 

115 <221> NAME/KEY: modified base 

116 <222> LOCATION: positions 7, 8, 9, 10, 11 , 12 and 28, 29, 

117 <223> OTHER iNFORi-IATION and y both represent the base 

118 <220> FEATURE: ^ ' 



5 -me thylcy tidine 



119 <221> NAME/KEY: modified ba^ j ^ L 

120 <222> LOCATION: positions 23, 2^ , 34, 35, 



positions 23, 2^), 34, 3b, 37 

121 <22 3> OTHER INFORMATION: n represents the modified base, 5 -methylcytidine 

122 <220> FEATURE: 

123 <223> OTHER INFORMATION: completely synthesized 
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RAW SEQUENCE LISTING DATE: .12/29/2000 

PATENT APPLICATION: US/09/2 83,56 9 TIME: 13:00:27 

Input, Set : A:\Pto.amc 

OuLpuL Set: N:\CRF3\12292000\l2B3569.raw 

124 <400> SE;3^ENC^E: 8 ^ ^ < ^ f/ 

126 ttcctcyyyy yytcttccac acnttntyyy yyyntnnttc acac 4 4 




<211> Lh'NGTH: H 
<212> TYPE: DMA 

<213> ORGAN iSH: Artificial Sequence 
<220> FEATURE: 

<221> NAME/KEY: modified base 
<222> LOCATTOM: pos.i tious_7 , S 
<22 3> OTHER INFORI^lATiON'] 
<220> FEATURE: 

<221> NAME/KEY: modified base 

<222> LOCATION; pOS 
<223> OTHER INFORMAT 
<220> FEATURE: 

<221> NAME/KEY: modified base ^ ^ ^ , 

<222> LOCATION: posiLioriS 2f, 2^, 34, 36r37^ 
<223> OTHER INFORMATION: n represents 5 -methylcy tidine 
<2 20> FEATURE: 

<223> OTHER I NFORJ^ATION : completely synthesized 



ified base « 

ition s 28, 29, 30, 3i . . -^^i. ^ —A - U 

TION : ^^epr esents 5 -methylcy tidine y ^LK^Qji- V\ ^ X-"^^^-^^"^^"^ y 



<4 00> S^^Q^ENCE: 9 ^ f ^ ^ . < , h 

ttcctcyyyy yytcttccac acnttntyyy yyyntnnttc acac 4 4 i 

'<'2ia5rsEQ ID^O;' 10 ' ^ ' JL^ /f ^ 

<211> LENGTH: 31 GMT^^'^^^ 

<2I2> TYPE: DNA J 
<213> ORGANISM: Artificial Sequence 
<2 20> FEATURE: 

<2 21> NAME/KEY: modified ba^e / < ^ 

<222> LOCATION: positions 13, 16, 24, 1^, 27. 
<223> OTHER INFORMATION: n represent 5 - me thylcvtidine . 
<223> OTHFJR INFORMATION: completely synthesized 
<400> SEQUENCE,: 10^ 

tttcttccac acnttntttt tttntnnttc a 31 

<210> SEQ ID"nO:^11 
<211> LENGTH; 12 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORMATION: completely synthesized 
<4 00> SEQUENCE: 11 

acLtcctctt tt 32 
<210> SEQ ID NO; 12 
<211> LENGTH: 16 
<212> TYPE: DHA 

<213> ORGANISM: Art.ificial Sequence 
<2 20> FEATURE: 

<223> OTHER INF0Rt4ATI0N : completely synthesized 
<4 00> SEQUENCE: 12 

190 cLtattcgat tcjttcc 16 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: •US/09/28 3 , 569 



DATE: :i 2/29/2000 
TIME: 13:00:27 



Input Set : A:\Pto.amc 

Output Set: lI:\CRF3\i2292000\l283569.raw 

<222> LOCATION: position 2 

<223> OTUER INFORMATION: n reprcsoriLs 5 -inethylcytidine 
<2 20> FEATURE: 

<22i> NAiME/KEY: modified base 

<222> LOCATION: position 5 / 

<223> OTUER iNFORHATLON: ii represi^nts 5 -methylcytidine 
<220> FEATURE: 

<2 21> NAME/KEY: modified base 

<222> LOCATION: position 18 

<223> OTHER INFORMATION: n represents 5 -methylcytidine . 
<220> FEATURE: 

<221> NAME/KEY: modified base 

<22 2> LOCATION: position 19 

<2 2 3> OTHER INFORMATION; n represents 5 -methylcy tld.i ne . 
<2 2 0> FEATURE: 

<2 21> NAME/KEY: modified base 

<222> LOCATION: position 20 

<.2 23> OTHER INFORMATION: n represents 5 -methylcytidine . 



<223> OTHER INFORMATION: 
<4p'0> SEQUENCE: ^8 , 



completely synthesized 



5 -methylcytidine 
completely synthesized 




330 



tntt^ tttttt , tt^i^ttnnn t 
^ < f i 0 >' SEQ f D ^NOT^^Q ' " 
<211> LENGTH: 2:1 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<221> NAME/KEY: modified base^ y ^ 
<222> LOCATION: positions 15, 16, 18 
<2 2 3> OTHER INFORMATION; n represent 
<22 3> OTHER INFORMATION 
<4 00>. SEQUENCE: ^9 ^ ^ 
tctctcctac acat nntntn t 
<210> SEQ ID NO: '20 
<211> LENGTH: 37 
<212> TYPE: DNA 

<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

<223> OTHER INFORf'lATION : completely . synthesized 
<4 00> SEQUENCE: 20 

gggaggaaaq aagaaaaaaa aaaaagggaa gagagga 37 
<210> SEQ ID NO: 21 
<211> LENGTH; 8 5 
<212> TYPE: DNA 

<213> ORGANISM: Artiticial Sequence 
<2 20> FEATURE: 

<2 21> NAME/KEY: modified base 

<222> LOCATION: positions 4 3, 44, 45, 46, 47, 48, 52, 53, 
<22 3> OTflER INFORMATION: n represents 5 -methyl cytid ine . 
<223> OTHER INFORMATION: completely synthesized 



21 



21 



69,70, 73, 75, 77, 78 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY DATIf : (2/29/2000 

PATENT APPLICATION: US/09/2 83,569 TIME: 13:00:28 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\122920QO\I283569.raw 

L:4 M:283 W: Hissing Blank Line sepai-ator* <120> field identifier 
L:5 H:283 W: Missvncj Blank Line separator, <130> field identifier 
L:6 M;2BJ W: Hissiny Blank Line separator, <140> field identifier 



L 


10 


H 


223 


W : 


Missinq 


Blank 


Line separator, 


<160> 


f i.eld 


identifier 








L 


12 


M 


283 


W: 


Missinq 


Blank 


Line separator, 


<210> 


field 


identifier 








L 


15 


H 


283 


W: 


Missing 


Blank 


Line separator. 


<220> 


field 


identi f ier 








L 


17 


I-! 


2 57 


W : 


Feature 


va lue 


mis-spelled or 


invali.d, <221> Name/Key 


for 


SEO 


IDfi 


L 


2-1 


H 


283 


W: 


Missing 


Bl ank 


Line separator. 


<400> 


field 


identifier 








L 


23 


M 


341 


W: 


(46) "n 


' or "Xaa" used, for SEO JDij 


1 










L 


29 


H 


283 


W: 


Missing 


Blank 


Line separator. 


<220> 


field 


identifier 








L 


31 


M 


283 


W: 


Missing 


Blank 


Line separator. 


<4 00> 


field 


iden tif ier 








L 


39 


M 


283 


W: 


Missing 


Blank 


Line separator. 


<220> 


f ield 


iden ti Tier 








L 


41 


H 


283 


W: 


M issinq 


Blank 


Line separator. 


<4 00> 


f i.eld 


identifier 








L 


50 


M 


283 


W: 


Missing 


Blank 


Line separator. 


<220> 


field 


identifier 








L 


52 


M 


283 


VI : 


Missing 


Blank 


Line separator. 


<4 00> 


field 


identifier 








L 


60 


M 


283 


W: 


M issing 


Blank 


Line separator. 


<220> 


field 


identi f ier 








L 


61 


lA 


257 


W: 


Feature 


value 


mis-spelled or 


invalid, <221> Name/Key 


for 


SEO 




L 


65 


H 


283 


\-^: 


Hissing 


Blank 


Line separator. 


<4 00> 


field 


identifier 








L 


67 


H 


341 


W: 


(45) "n' 


or "Xaa" used, tor 3EQ IDS 


5 










L 


73 


M 


283 


W: 


Missing 


Blank 


Line separator. 


<220> 


field 


identifier 








L 


74 


M 


257 




Feature 


va lue 


mis-spelled or 


invalid, <221> Name/Key 


for 


SEQ 


IDff 


L 


78 


M 


283 


W: 


Missing 


Blank 


Line separator, 


<400> 


field 


identifier 








L 


80 


M 


341 


W: 


(46) " n • 


or "Xaa" used, for SEQ IDS 


6 










L 


96 


H 


283 


W: 


Hissing 


Blank 


Line separator. 


<22 0> 


field 


identifier 










97 


M 


2 57 


W: 


Feature 


va lue 


mis-spelled or 


invalid, <221> Name/Key 


for 


SEQ 


IDS 



L 


100 


M 


28 3 


V; : 


Hiss iug 


Blank 


Line separator. 


<220> field identifier 










L 


101 


M 


257 


W: 


Feature 


value 


mis -spelled or 


invalid, <221> Name/Key 


for 


SEQ 




7 


L 


104 


M 


283 


W: 


Hiss inq 


Blank 


Line separator. 


<220> field identifier 










L 


106 


M 


283 


W: 


Missing 


Blank 


Line separator. 


<4U0> field identifier 










L 


108 


M 


341 


W: 


(46) "n 


' or "Xaa" used, for SEQ ID^ :7 










L 


114 


H 


28 3 


W: 


Hiss i.ng 


Blank 


Line separator. 


<220> field identifier 










L 


115 


M 


257 


W: 


Feat; re 


va lue 


nils - spelled or 


invalid, <221> Name/Key 


for 


SEQ 




8 


L 


118 


H 


283 


W: 


Mis Si ng 


Blank 


Line separator. 


<220> field identifier 










L 


119 


H 


257 


W: 


Feature 


value 


mis-spelled or 


invalid, <221> Name/Key 


for 


SEQ 


ID a 


8 


L 


:122 


M 


283 


Vv : 


Hiss lag 


Blank 


Line separator. 


<220> field identifier 










L 


124 


M 


283 


W: 


Hissing 


B lank 


Line separator. 


<4 00> field identifier 










L 


126 


M 


341 


W: 


(46) "n 


' or "xaa" used, for SEQ IDS; 8 










L 


141 


M 


28 3 


W: 


Missing 


Blank 


Line separator, 


<220> field identifier 










L 


142 


H 


25 7 


W: 


Featn re 


va lue 


mis-spelled or 


invalid, <221> Mame/Key 


for 


SEQ 


IDff 


9 


L 


:14 5 


M 


283 


W: 


H issing 


Blank 


Line sepax'ator, 


<220> field identifier 










L 


14 6 


M 


257 


W: 


Featu re 


value 


mis - spelled or 


invalid, <221> Name/key 


for 


SEQ 


IDS 


9 


L 


14 9 


M 


283 


V7: 


Hissing 


Blank 


Line separator. 


<220> field identifier 










L 


150 


M 


257 


W: 


Feature 


value 


mis-spelled or 


invalid, <2 21> Name/Key 


for 


SEQ 


rD# 


9 


L 


153 


M 


283 


V7: 


Miss ing 


Blank 


Line separator. 


<220> field identifier 










L 


155 


M 


283 


W: 


Missing 


Blank 


Line separator, 


<4 00> field identifier 










L 


157 


M 


341 


V7: 


(46) " n ' 


or "Xaa" used, for SEQ IDS: 9 










L 


163 


H 


283 


W: 


Hissing 


Blank 


Line separator. 


<220> field identifier 










L 


164 


H 


257 


W: 


Feature 


value 


mis-spelled or 


invali.d, <221> Name/Key 


for 


SEQ 


IDfi 


10 
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VERIFICATION SUiM>!ARY DATE: .12/29/2000 

PATENT Al^PLICAllOtf: US/09/283,569 Tlt-lE: 13:00:28 



input Set : A:\Pto.amc 

OuLput Set: N:\CRF3\12292000\l283569.raw 



L 


:1G8 


H 


:283 


W: 


Missinq 


Clank Line separator, <4 00> i'ield identifier 










L 


:170 


H 


: 341 


W: 


(46) "n' 


' or "Xaa" used, for SEQ IDS; 10 










I. 


:176 


M 


:283 


W: 


Missincj 


Blank Line separator, <220> field identifier 










L 


:178 


M 


:283 


W: 


Missiny 


Blank tine scparatoi', <4 00> field identifier 










L 


:186 


11 


:283 


W: 


Missing 


Blank Line separator, <220> field identifier 










L 


:18B 


M 


:283 


W: 


Missing 


Blank tine separator, <400> field identifier 










L 


:19G 


M 


:283 


W: 




Blank Line separator, <220> field identifier 










L 


:198 


M 


:283 


W: 


Missing 


Blank Line separator, <400> field identifier 










L 


:206 


M 


:283 


W: 


Missing 


Blank [;ine separator, <220> field identifier 










L 


:208 


M 


:283 


V?: 


Missing 


Blank Line separator, <4 00> field identifier 










L 


: 216 


M 


:283 


W: 


Missing 


Blank Line separator, <220> field identifier 










I. 


: 2.18 


M 


:283 


W: 


Missing 


Blank Line separator, <4 00> field identifier 










L 


:231 


M 


:283 


W: 


Missing 


Blank Line separator, <220> field identifier 










L 


:2 32 


M 


:257 


W: 


Foature 


value mis-spelled or invalid, <221> Narae/Key 


for 


SEQ 




:16 


L: 


: 236 


M: 


: 283 


W: 


Missing 


Blank Line separator, <4 00> field identifier 










L: 


: 2 38 


M: 


:341 


W: 


(40) "n' 


' or "Xaa" used, for SEQ 10^:16 










L: 


: 244 


M 


:283 


W: 


Missing 


Blank Line separator, <220> field identifier 










L: 


:24 6 


H; 


:283 


VJ: 


Missing 


Blank Line separator, <400> field identifier 










L: 


:277 


M: 


:283 


W: 


Missing 


Blank Line sepai'ator, <220> fieid identifier 










L: 


;278 


M: 


: 257 


V^^: 


Feature 


value mis-spelled or invalid/ <221> Name/Key 


for 


SEQ 


IDS 


: 18 


L: 


:281 


M: 


:283 


W: 


Missing 


Blank Lint', separato.r, <220> field identifier 










L: 


:2H2 


M; 


:257 


W: 


Feature 


value mis-spelled or invai.td, <221> Maine /Key 


for 


SEO 


IDS 


: IH 


L: 


:28 5 


H : 


:283 


W: 


M iss ing 


Blank Line separator, <220> field identifier 










L: 


:286 


M: 


: 257 


W: 


Fea ture 


value mis-spelled or invalid, <221> Name/Key 


for 


SEQ 


IDS 


:18 


L; 


: 239 


M : 


:2B3 


W: 


Missing 


Blank Line separator, <220> field identifier 










L: 


290 


M: 


:257 


W: 


Feature 


value mis-spelled or invai.td, <221> Name/Key 


for 


SEQ 


IDif 


: IB 


L; 


; 294 


H: 


: 257 


W: 


Feature 


value mis-spelled or invalid, <221> Name/Key 


for 


SEQ 


ID?f 


:18 
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